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My Time As Editor 

Becky Swadling RN DTM (RCPSG) AMFTM Past Journal Editor

Due to family and work commitments I sadly had to step away from my role 
as Editor of Travelwise-Journal of the BGTHA and as a member of the BGTHA 
committee in February this year, after six very enjoyable and fulfilling years. I 
joined the BGTHA committee in 2016 and took over from Larry Goodyer as joint 
Editor of the Journal with Adrienne Wilcox later that year.  

At the time, the BGTHA had two publications; 
Travelwise - an engaging newsletter style colour 
publication, produced and predominantly written by 
Mike Townend and also the Journal of the BGTHA, 
with Iain Macintosh as Editor in Chief. At the time, 
the Journal published one or two articles a month 
online and produced an annual hardcopy publication 
which was sent out to all members of the BGTHA in 
January.  Travelwise was emailed out to members on 
a quarterly basis and published on the website in the 
members area. 

Both Mike and Iain at this time wanted to step 
away from their longstanding commitments to 
the publications and following much discussion at 
various committee meetings, the decision was made 
to combine to the two publications to make one 
quarterly joint publication.   

Adrienne and I were excited at the prospect of 
taking over the journal. We were enthused about 
the prospect of introducing colour and had many 
brain-storming sessions coming up with ideas on how 
we could make it engaging and relevant to practice 
and wanted to introduce more features which in turn 
might encourage more contributions. 

For the first year or so, we continued to publish at 
least two articles online to our members and Mike 
continued to produce his excellent Travelwise. Then 
in 2018 we launched the all new colour combined 
publication which is still published now. The content 
included traditional pieces such as In the News 
and Journal Watch, along with Top Tips, Tales from 
the clinic, Q&As, clinical reviews, travellers’ tales, 
research articles plus more. 

Following our initial publication, Adrienne retired 
from the committee, and I took over as sole editor. 
At this point I became even more grateful of Iain 
Macintosh (Editor in Chief) and Mike Townend’s 
ongoing guidance and support as I was a complete 
editorial novice! It was a steep learning curve but 
somehow, I managed to pull publications together 
on a quarterly basis and the hardcopy publication 
each year. I am very grateful and want to thank all of 
those who contributed articles on a regular basis, as 
the publication could not have survived without your 
ongoing support. 

Over the last six years I have not only thoroughly 
enjoyed many networking opportunities, I have been 
privileged to read the authors work first, which was 
exciting as it gave me ideas of how to build each 
edition. Additionally, it gave me food for thought as 
I approached my day-to-day work, adding value and 
depth to my everyday working life. It also enabled 
me to keep up to date with new developments in the 
field of travel and global health. The journal became 
the gateway to membership of the association at 
many conferences, also encouraging would be 
authors to publish, often for the first time. I loved 
talking to people and sharing the work of the 
BGTHA. 

For anyone considering joining the BGTHA committee 
I urge you to take the leap. I have gained many new 
friends and colleagues who work as specialists in the 
field as a result of my committee work.   

The editorial role has now been handed to the 
extremely experienced and knowledgeable Tricia 
Armstrong and Sarah Feliciello and I am now very 
excited to read my first copy from front to back! 
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Editorial

Tricia Armstrong FFRPS MRPharmS 
MFTM RCPS(Glasg)

Hello and welcome to the Spring 2022 edition of our journal. 

There has been quite a lot of activity in the BGTHA Executive Committee. We have welcomed 
three new members Jim Bond, Jane Wilson-Howarth and Graham Fry. Jim, Jane and Graham 
are passionate about global health as well as travel health. You can read more about them in the 
Meet the Committee articles. 

Sadly though, our magnificent editor Becky Swadling has made the difficult decision to stand 
down. Becky was the longest serving member of the committee as she joined in 2015. Her main 
role was editing the journal, which she did single-handed for five years. Becky contributed to 
other committee work, not least taking the lead in organizing last year’s brilliant conference. 
We will miss her greatly but wish her every success in the future. Becky will continue to write for 
the journal, and we are very grateful for her contributions. 

Sarah Feliciello and I will co-edit the journal going forward and we can be reached by emailing 
editor@bgtha.org. We are well aware there is a lot to live up to! We have a few new authors in 
this edition which we hope you find interesting and informative. 

Lastly look out for emails over the next few months promoting our conference in September and 
keeping you up to date with the changes we are making. 
 
Best wishes, 
Tricia and Sarah 

Sarah Feliciello MRPharmS, PGDip
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Meet The Committee

Edinburgh

Originally from Zambia, Jim completed a broad 
and practical portfolio postgraduate medical 
training both in the UK and South Africa.  He 
has since lived and worked in a number of 
African countries, both in rural hospitals and 
as a ‘hands on’ public health doctor. 

Intrigued by the gulf that often exists between 
Western and African traditional medicine, 
Jim for some years pursued a parallel career 
in ethnobotany (the study of the traditional 
knowledge and uses of plants by local 
people).  After an MSc at the Royal Botanic 
Gardens Edinburgh, where he researched 
the ethnobotany of Socotra, Jim set off on an 
expedition with a Malagasy research partner 
to make contact with the elusive Mikea forest 
people of SW Madagascar and to explore 
their plant uses.  This evolved into a 5-year 
applied ethnobotanical research, community 
development and conservation project, working 
with the Mikea and their healers on local 
priorities such as a fully ambulatory DOTS-
TB programme in the forest appropriate to 
their semi-nomadic, foraging and hunting 
lifestyle and needs, a fair-trade honey project 
and a community conservation area (now a 
new national park).  He has also similarly 
collaborated at various times with traditional 
healers in KwaZulu-Natal and Northern 
Mozambique on TB and HIV treatment support, 
bilharzia (schistosomiasis) elimination and 
mental health. 

From his early years in Africa, Jim has had the 
privilege to explore some of the more remote 
corners and waterways of Africa, Madagascar 
and South America, mostly independently.  
In addition, he has led and/or acted as 
expedition doctor to research and artwork 
expeditions, canoe and walking safaris and 
botanical tours to Belize, Madagascar (x7), 
Mozambique (x2), Tanzania and the Peruvian 
Amazon.  

Jim now works as an independent Consultant 
in Travel & Expedition Medicine in a specialist 
travel clinic in Edinburgh.  He also teaches 
and is an examiner for the Faculty of Travel 
Medicine courses in Glasgow and is a member 
of the Leadership Council of the ISTM Special 
Interest Group on Expedition & Wilderness 
Medicine.  However, he still manages to get 
back to the bush whenever he can find a 
suitable excuse…  

After a recent collaboration with a local vet 
team on Ibo island, Mozambique, Jim’s current 
passion and ’retirement’ plans involve doing 
more community-led rabies elimination work 
in Africa, firstly to protect the lives of local 
children and adults, but also partly to save the 
critically endangered African wild dog (a.k.a. 
painted wolf or Lycaon pictus) from extinction.     

Dr Jim Bond, MBBS, 
MSc, DPH, FFTM 
RCPS(Glasg), FISTM,
Consultant in Travel 
& Expedition Medicine,
TrExMed Travel Clinic, 
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With a background in surgery Graham Fry had an initial trip to Zaire in 
1975 and then moved there with his family in 1982 for 4 years. Subsequently 
he moved back to Ireland for the children’s education and re-commenced his 
surgical practice. However, as many within BGTHA will understand, the pull 

of working in a rural African setting proved too strong and in1988 he moved out of surgery and 
started the first dedicated tropical and travel medicine practice in Dublin. 

That initial standalone practice has grown and now he is the medical director of the Tropical 
Medical Bureau clinics around Ireland. Regular trips back to assist with the running of the 
medical and surgical work in the Katanga Province of DR Congo has provided an ideal work / 
life balance. 

Since the early 1990’s the ability to harness the advantages of using electronic records and 
global information into clinic practice has provided the opportunity to co-ordinate the practice of 
travel medicine throughout the 20 clinics within the TMB group. 

Graham Fry 
MB FRCSI DTM&H 
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Jane Wilson-Howarth’s first travel health experience was longer ago than 
she cares to admit: during a six-month overland expedition to Nepal, she 
collected invertebrates and bat blood, and also caught histoplasmosis. 

The experience showed her how important the communication of accurate health information 
can be. She has degrees in zoology, parasitology and medicine and post graduate diplomas in 
paediatrics and reproductive health. Special interests include insect vectors, animal reservoirs of 
human disease and cave biology.

She has served as a partner in general practice in East Anglia for 15 years and has worked on 
mosquito ecology, leprosy screening, schistosomiasis, water supply and sanitation programmes, 
safe motherhood and child survival projects as well as clinical mentoring and monitoring of 
clinical standards in Nepal, Madagascar, Peru, Sri Lanka, Indonesia, Pakistan, Bangladesh and 
India. She also helped provide clinical services for Syrian refugees in Greece. 

She has written nine books, three of which are travel health guides and four are novels. She has 
contributed more than 200 travel health editorials to Wanderlust magazine, chapters in medical 
textbooks plus assorted articles for newspapers and journals and on-line sites. 

Jane Wilson-Howarth 
BSc, CF, MSc (Oxon), BM, DCH, DCCH, FFTM RCPS (Glasg) 
Fellow of BGTHA
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Two Years Of COVID-19 Pandemic
The impact on the vector-borne diseases, dengue, chikungunya 

and Zika and advising the traveller

Introduction 

For the global traveller, particularly when visiting tropical or sub-tropical regions of the world, 
vector-borne (i.e., transmitted by arthropods, such as mosquitoes) viral diseases continue to be a 
concern.

Arboviruses, which belong to one of several different virus families, can be transmitted to 
humans, primarily via the bite of an infected insect (or for some arboviruses, not discussed in 
this article, ticks). Examples of arboviruses which can cause disease in humans include dengue 
(DENV1, DENV2, DENV3 and DENV4), chikungunya (CHIKV) and Zika (ZIKV), all transmitted 
by the Aedes aegypti mosquito which favours a domestic environment and bites predominantly 
during daylight hours1-3.  Cases of ZIKV transmission have occurred through sexual transmission; 
infection during pregnancy can cause babies to be born with microcephaly and other congenital 
malformations3.

The impact of the COVID-19 pandemic on these arboviral infections is of interest. As international 
travel begins to resume interpreting and understanding the data relating to outbreaks may be 
challenging. Both increases and decline in the number of cases are reported.

As these viruses ‘competed’ in the same arena as the SARS-CoV-2 virus, measures put in place 
to curb the COVID-19 pandemic, such as staying at home, reducing social mixing and restrictions 
on international travel, are likely to have affected the potential for both exposure to vector-borne 
infections and local and global spread. Additionally, the pandemic has undoubtedly disrupted 
the surveillance, reporting and control interventions for vector-borne diseases, with healthcare 
systems often overburdened as they struggled to cope with simultaneously occurring outbreaks.

The greatest consequences posed by any changing epidemiological picture during the COVID-19 
pandemic are for local populations living in endemic areas. Such populations are most 
vulnerable to exposure to vector-borne viruses. It may be prudent, however, for the travel health 
practitioner to consider any implications for the global traveller, and to ensure messages about 
disease risk and prevention are as clear as possible. 

Brief communication 
H J Simons RGN, MSc. 
Senior Travel Health Advisor, 
The National Travel Health Network and Centre

Budhi Gandaki (river) and Manaslu (Himal) from Salyantahr
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Pre-pandemic, arboviruses were acknowledged as a global public health threat, with dengue 
representing the greatest arbovirus disease burden, and 70% of infections occurring in Asia4, 
5. Most cases are generally mild and asymptomatic and likely go unreported1.

During 2019, although case numbers of dengue fell in some World Health Organization 
(WHO) regions, globally the largest numbers ever were reported to the WHO (5.2 million 
cases reported, with the Americas alone reporting 3.1 million cases)1, 6; recovery from dengue 
is thought to confer lifelong immunity against the infecting serotype only1. 

During the COVID-19 pandemic years 2020-2021, an overall dramatic decline in dengue cases 
was observed in many areas of the Americas6,7 and SE Asia7. Interestingly, a recent modelling 
of the number of dengue cases with measures implemented to mitigate the spread of COVID-19 
(i.e., public health and social measures, and reduction in human movements), indicated a 
strong association between school closures and fewer non-residential trips (such as shopping or 
using public transport) with reduced risk of dengue transmission7.   

Over the past two decades, ‘old’ viruses first identified many decades ago in Africa and Asia, 
but which previously did not present a significant public health issue, causing only occasional 
outbreaks, have re-emerged to cause a bigger global problem. Chikungunya infection is now 
reported from over 60 countries in the Americas, Africa, Asia and including parts of Europe2.  
At the end of 2021, countries in the Americas reported a higher number of suspected cases 
compared to the same period in 2020 (but a lower number than reported in 2019); most of the 
cases were in Brazil, Guatemala, and Belize8. So far in 2022, Brazil accounts for most cases 
reported in the Americas during the early part of 20229.  

Dengue, chikungunya and Zika: before and during the pandemic years  

ZIKV re-emerged in Brazil during 2015, peaking in the Americas during 2016 with over 
652,000 cases of ZIKV disease reported8. Since then, ZIKV disease has been identified in 
countries where current or previous locally acquired transmissions have been reported, with 
incidence declining from 2017-2020. During 2021 in the Region of the Americas 18,804 
cases were reported, lower than the number reported (22,038) in 2020, suggesting that low 
levels of ZIKV transmission continues across the region; most cases were reported from Brazil 
(15,903), Guatemala, and Paraguay. 

In other countries, ZIKV disease is reported with less frequency; during 2021 India reported 
cases in the States of Kerala and Maharashtra and the potential for the disease to become 
endemic due to favourable conditions is acknowledged. Few cases have been reported 
elsewhere in Asia and information about current incidence and trends in Africa is limited10. 

Dengue, chikungunya and Zika: before and during the pandemic years  Although the declining trend in the number of ZIKV disease reported in the Americas, and 
only few cases reported from other parts of the world, might seem reassuring, caution is 
advised when interpreting the data. Case numbers may be low for many reasons; as with other 
arboviral illnesses, ZIKV disease may be asymptomatic and therefore not identified or recorded, 
some regions have robust surveillance and reporting systems with which to identify symptomatic 
infection, but this is not the case overall and systems may have been impacted negatively by the 
focus on the pandemic response.

Data available might not be an accurate reflection of ZIKV transmission, and nil reports should 
not be considered as indicative of interrupted transmission10 (which would need robust and 
additional scientific evidence before being confirmed and reflected in national guidance).

Conclusion: Advising the traveller

The true extent of the impact on vector-borne disease outbreaks during the COVID-19 pandemic 
is not known, however, surveillance, reporting systems and control measures appear to have 
been affected and this makes the epidemiological picture of dengue, chikungunya and Zika 
challenging and complex. 

Health professionals should determine whether vector-borne disease is known or presumed to 
exist on individual travel itineraries, referring to national guidance (specific country information) 
and recommendations as appropriate. 

Additionally, real time disease outbreak reports may be available, which may help inform in 
the travel health consultation. Outbreaks that are unusual for an area (e.g., occurring outside 
of the usual recognised risk area or season, or reported in greater than usual numbers) serve 
to remind health professionals of the risk. However, where outbreaks are not reported or are 
small, care should be taken on how to interpret the data; such reports may not indicate a 
reduced risk of vector-borne disease. 

The importance of good insect bite avoidance measures should be explained to any traveller 
venturing to areas where vector-borne disease is known or presumed to exist. Where 
appropriate, information on sexual transmission of ZIKV virus and prevention methods should 
be offered.

Although it is difficult to predict how the pandemic may impact on the epidemiology of 
these viruses, the potential for exposure to DENV, CHIKV and ZIKV must be considered as 
omnipresent during travel to sub-tropical and tropical regions of the world. 

11
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The Importance Of Zoonoses  

The World Health Organisation defines a zoonosis as any disease or 
infection that is naturally transmissible from vertebrate animals to humans1. 
A multitude of human diseases have their origin in animals, including many 
that have emerged in recent years; in fact it has been claimed that more than 

60% of infectious diseases in humans are shared with animals, either wild or domesticated2. The 
occurrence of a zoonosis depends on interaction between two hosts, one human and one animal, 
and a pathogen, but in some cases a fourth factor, a vector carrying the pathogen from one host 
to the other, is also involved.

Humans interact with animals in a variety of ways that can lead to the emergence of zoonoses 
(see figure 1). As human populations increase, the demand for food increases, including food 
from animal sources. Forests are cleared to make way for growing crops or rearing livestock, 
increasing human contact with wild animals during clearance, and hunting wild animals for food 
similarly increases human contact. Rearing of poultry, cattle and sheep increases human contact 
with domesticated animals, and both hunted wild animals (so-called bush meat) and domesticated 
animals are brought to markets either live or slaughtered, further increasing human contact. 

Mike Townend 
MB, ChB (Hons), Dip Trav Med, FFTM RCPS (Glasg) 

Figure 1: Human/animal interactions resulting in zoonoses 3



In addition, both human and animal migration contribute to the emergence and spread 
of infections. Human migration occurs as a result of industrialisation, urbanisation, climate 
change, famine, political turmoil and warfare, while animal and bird migration is an 
established part of the natural cycle of life.

Human infections of animal origin that have occurred in the United Kingdom include:
• Anthrax, transmitted from livestock products
• Influenza A, transmitted from birds and pigs
• Bovine tuberculosis, transmitted from cattle
• Campylobacter, transmitted from poultry
• Hantavirus, transmitted from rodents
• Leptospirosis, transmitted from rodents
• Lyme disease, transmitted from deer by tick bites
• Rabies and similar lyssaviruses, transmitted from bats in the UK but from dogs and  
 possibly other mammals elsewhere in the world
• Salmonella, transmitted from poultry and other livestock
• Toxoplasmosis, transmitted from cats and possibly other mammals

Human infections of animal origin that have occurred elsewhere in the world include:
• Ebola, transmitted from bats
• Lassa fever, transmitted from rats
• Middle Eastern respiratory syndrome (MERS), transmitted from camels
• Monkeypox, transmitted from rodents
• Nipah virus, transmitted from bats or pigs
• Plague, transmitted from rats via fleas
• Tick-borne encephalitis, transmitted from mammals via tick bites
• Yellow fever, transmitted originally from monkeys via mosquitoes, with subsequent  
 human to human transmission via mosquitoes

In recent times there have been several notable examples of the emergence of new human 
infections transmitted from animals.

HIV
In the early 1980s4 reports began to emerge of a previously unrecognised illness characterised 
by a reduction in immune function leading to serious and fatal infections. Eventually the 
causative agent was found to be human immunodeficiency virus (HIV) and the disease became 
known as acquired immune deficiency syndrome (AIDS). Although the disease had been 
identified only in the 1980s it had probably begun to occur much earlier in the 1920s when 
similar symptoms were observed in what is now the Democratic Republic of Congo5. HIV-1, the 
most widespread strain of the virus originally existed as simian immunodeficiency virus (SIV) in 
chimpanzees and mutated to become HIV, which was then transmitted from human to human. 
There were several strains of SIV, and the strain that led to the emergence of HIV developed 
when chimpanzees hunted and ate mangabey and other species of monkeys which transmitted 
two different strains of SIV to the chimpanzees, the two strains combining in the chimpanzee 
host to form the strain that developed into HIV-16. HIV-2, the less widespread and less serious 
from of HIV, was acquired by humans directly from consuming mangabey monkeys infected 
with a different strain of SIV6. 
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Influenza A
Influenza A viruses are classified according to surface proteins known as hemagglutinin (H) 
and neuraminidase (N). In 20037,8 there was an outbreak of a strain of influenza A, identified 
as H5N1, which had previously been identified in 1996 in geese. This resulted in some human 
cases, in Hong Kong, where its spread was halted by slaughtering of poultry. The 2003 
outbreak eventually spread to 16 countries in Asia and Southeast Asia. In the immediate 
aftermath of the initial outbreak there were almost 500 human cases, with a mortality rate of 
around 50%9 and further sporadic outbreaks in subsequent years up to and including 2015 
brought the total number of human cases to over 1600. The 2003 outbreak appears to have 
originated in poultry in China, and its subsequent spread is likely to have involved both human 
travel and bird migration.

In 2009 there was an outbreak of a strain of influenza A never before found to cause disease 
in humans, H1N110. It was identified in the United States and its origin was traced to a pig 
farm in Mexico. In due course it became pandemic affecting over 200 countries, with at least 
600,000 cases worldwide and at least 17,700 deaths, a mortality rate of around 3%. The virus 
was found to have not only genetic material associated with viral strains found in pigs, but 
also genetic material associated with both birds and humans10. It is known that different strains 
of a virus occurring in the same host are capable of exchanging genetic material, and what 
appears to have happened to produce the causative agent of the so-called swine flu pandemic 
is that pigs became infected with porcine, avian and human viral strains and exchanged 
genetic material to produce a strain capable of being transmitted to humans and from human 
to human. This process is known as antigenic shift, producing a new infective agent, as distinct 
from antigenic drift, such as is seen in seasonal influenza, in which there are minor changes in 
surface antigens producing a new strain of an existing infective agent.

Severe Acute Respiratory Syndrome (SARS)11

Coronaviruses have probably existed for millennia, initially confined to animals and ultimately 
developing transmissibility to humans. They are RNA viruses, spherical in shape on electron 
microscopy and surrounded by projecting protein spikes which allow them to bind to receptor 
sites on cells. In humans they were known to cause common cold-type symptoms, but in late 
2002 an outbreak of a severe respiratory illness began in Guangdong, China. Its causative 
agent was identified as a novel coronavirus, i.e. one previously unknown in humans, 
designated as SARS-CoV, whose origin was traced to a species of bat. An intermediary host 
was the palm civet, and transmission to humans probably occurred in markets selling wild 
animal meat. Subsequent human to human transmission spread infection within China, to Hong 
Kong and other Asian countries and through the medium of air travel to Vietnam and Canada, 
and eventually to a total of 29 countries over 5 continents. There were over 8000 recorded 
cases and more than 750 deaths. Mortality rates in some situations were as high as 50%, 
though the overall rate was around 10%. By the middle of 2003 the outbreak was effectively 
over, brought to an end by a combination of public health measures including testing anyone 
with symptoms of fever and respiratory problems, quarantine and travel restrictions.

15



Middle Eastern Respiratory Syndrome (MERS)
In 2012 there was an outbreak in Saudi Arabia of a severe respiratory illness whose causative 
agent was found to be another novel coronavirus designated as MERS-CoV. The same virus 
was isolated from almost a quarter of camels bred in Saudia Arabia12 and was found to occur 
more frequently in local camels than those imported from Africa. The likely principal mode of 
transmission from camels to humans was respiratory droplet infection13, though cases were 
reported without direct contact with camels. Consumption of camel milk or meat may have 
been the mode of transmission in these cases, and human to human transmission also occurred. 
In all there were 182 reported cases in Middle Eastern countries, the majority in Saudi Arabia, 
approximately 35% resulting in death. Since then, further sporadic outbreaks have occurred, 
almost all confined to the Middle East.

Covid-19
Coronavirus Disease 2019 (COVID-19) was declared a pandemic by the World Health 
Organization on March 11th, 2020. It was first reported in the city of Wuhan, China, on 
February 26th 2020, though cases had occurred there since late 2019. The causative agent 
of COVID-19 was identified as a novel coronavirus and because it was genetically related 
to the coronavirus outbreak responsible for the SARS outbreak of 2003, it was designated 
severe acute respiratory syndrome coronavirus-2 (SARS-CoV-2). Its origin remains unknown, 
although early cases were associated with the Huanan South China Seafood Market where 
snakes, birds and other animals such as bats were sold. Many of the early patients worked in 
or visited the market but as the infection spread more widely it was concluded that both direct 
transmission from animals and human to human transmission occurred. Genomic sequencing 
found a close relationship between SARS-CoV-2, suggesting an initial origin in bats, and 
pangolins were also suggested as host. 

By February 2022 Covid-19 had been reported in over 200 countries or territories, and the 
numbers of cases and deaths reported in the 10 worst affected countries are shown in Table 1.

Country Total number of 
infections

Average daily 
number of new 
cases in last 7 days

Total number of 
deaths

United States 76,505,442 290,000 902,624

India 42,272,014 140,000 502,874

Brazil 26,546,399 170,000 632,514

France 20,887,052 240,000 133,501

Great Britain 17,923,805 82,000 158,856

Russia 12,612,259 150,000 328,664

Turkey 12,238,501 100,000 88,734

Italy 11,621,736 99,000 148,771

Germany 11,117,857 190,000 118,766

Spain 10,199,716 83,000 94,040

Table 1: Number and change of coronavirus (COVID-19) cases and deaths among the most 
impacted countries worldwide as of February 7, 202214
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At this time in February 2022 there had been a total of 420,850,552 reported cases of 
Covid-19 infection reported worldwide, with 5,884,181 deaths. Although this compares 
favourably with the estimated 500,000,000 cases and 50,000,000 deaths from the so-called 
Spanish flu in 1918, Covid-19 has had a dramatic effect on both physical and mental health 
as restrictions on travel and social activities of varying degrees of severity have been put in 
place, together with serious effect on the economies of countries throughout the world due to 
restrictions on travel, tourism and trade.

Since the start of the pandemic new variants of SARS-CoV-2 have emerged with changes in the 
spike protein which have resulted in changes in severity of disease caused, in transmissibility 
and in antigenicity. The Alpha variant originated in the UK, the Beta variant in South Africa, 
the Gamma in Brazil, the Delta in India and the Omicron in South Africa and Botswana, the 
latter having become the dominant variant. It is not within the scope of this article to discuss the 
various vaccines that have been produced, but to date none of the variants has appeared to 
be capable of completely eluding vaccine protection for individuals who are fully vaccinated. 
There have been three waves of infection in the UK; the initial wave peaked in early 2020, but 
as new variants emerged there was second wave from September 2020 to April 2021 and a 
third wave began in May 2021, which at the time of writing is currently declining. It is not clear 
how many cases occurred in the first wave, as testing was not as widely available as it was 
in subsequent waves, but the second and third waves produced increasing numbers of cases. 
Deaths did not, however, rise proportionately, especially in the third wave, as by then a large 
proportion of the population had been vaccinated and more effective treatments had become 
available (see Figure 2). In addition, the Omicron variant, the dominant variant of the third 
wave, though appearing to be more easily transmissible, has resulted in proportionately fewer 
deaths and cases of severe illness15,16.

Figure 2: Mortality rates due to Covid-19 in England and Wales
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These recent examples of epidemics and pandemics of human diseases which originated 
in animals have reinforced the need for a “One Health” approach17, stressing the 
interdependence of human health, animal health, and ecosystem health, summarised in Figure 
3
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Towards the end of February, I fell into conversation with a British man in 
his early twenties in the CIWEC travel clinic and hospital, close to the British 
Embassy in Kathmandu. He had been nipped on the hand by a street dog 
when – foolishly – he had petted it. There was a small wound in the web of 
skin between his fingers. 

He’d attended a clinic in the UK for pre-departure travel health advice and had been immunised 
against Japanese encephalitis (JE) but not rabies.

The CIWEC nurse in Kathmandu correctly advised him to have rabies immunoglobulin (RIG) as 
well as the course of five injections but the man was taken aback at the price. He was asked to 
pay US$1800 (around £1400). Had he received pre-exposure rabies immunisation he would 
only have needed two jabs costing US$20 (£15) each. The expensive RIG would not have been 
necessary. He felt his funds would not stretch to $1800 although hoped he would be able to 
claim the costs back from his travel insurer later.

Jane Wilson-Howarth 
BSc, CF, MSc (Oxon), BM, DCH, DCCH, FFTM RCPS (Glasg) Fellow 

Case History 
False Economy or Poor Advice?
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The other complication was that the man and his travelling companion had planned to leave on a trek 
into the Everest region the following day. The nurse advised postponing their departure so that he 
could receive his second active immunisation before leaving Kathmandu.

It seemed most unfortunate that this traveller had decided on having Japanese encephalitis vaccine 
rather than rabies, since JE isn’t a problem in the hills of Nepal and even in the lowlands of the 
country it is only a problem during the summer, particularly during the monsoon which usually begins 
in the middle of June and subsides during September. The two JE injections would likely have cost him 
a total of £180-200 which would have been a similar amount to the cost of the three rabies jabs and 
he might have paid 60% of these prices (possibly less than £100) had he opted for rabies via the 
intradermal route. In any case, rabies cover would have been money better spent than on JE. He had 
clearly received poor advice from his travel clinic in England.

Eventually he decided to delay his flight into the Everest region so that he could receive RIG and his 
first two doses of rabies vaccine while I wondered whether his insurer would indeed refund his costs.

The Summary of Product Characteristics (SPCs) of Havrix Monodose Vaccine and Havrix Junior 
Monodose Vaccine have been updated to include phenylalanine as an excipient with warning of 
potential harm to patients that have phenylketonuria (PKU). 

Phenylalanine is an amino acid that cannot be broken down by people who have PKU. The 
condition is managed mainly by utilising a low protein diet, to avoid proteins being broken down 
to amino acids.

There are other brands of hepatitis A vaccines that do not contain phenylalanine, which should 
be used in individuals with PKU.

 Havrix SPC Update
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It is 32 years since I returned to the UK from a 
six and half year stint of working as a general 
physician in the highlands of Papua New 
Guinea (PNG).  I look back on those years 
as the most varied and memorable part of 
my medical career. In the 1980s, Papua New 
Guinea boasted remarkably well-designed 
rural health services, delivered through a 
network of village aid posts and rural health 
centres, staffed by well-trained aid post 
orderlies and health extension officers.   
I was appointed a specialist medical officer 
(physician) to a highland regional referral 
centre at Goroka Base Hospital, where I was 
put in charge of the main 70-bed general 
medical ward and a somewhat forbidding, 
psychiatric ward mainly used to incarcerate 
patients considered a danger to the public. 
I was expected to make regular visits to rural 
health centres in my province as well as to 

make supervisory visits to all other hospitals in 
the highlands region which had a population 
of 1.5 million.

Admissions to my adult medical ward were 
dominated by respiratory illness, caused to 
a large extent by the unhealthy, highland 
living conditions (much of the population slept 
in poorly ventilated huts with fires burning 
throughout the night and the situation was 
made worse by the introduction of blankets 
which accumulated house dust mite).  Severe 
malaria was common among returning non-
immune highlanders who travelled to find 
work in the more affluent malarious coastal 
regions of PNG1.  Typhoid transmission was 
intense2 and tuberculosis was highly prevalent, 
often presenting with a wide variety of extra-
pulmonary forms, notably Pott’s disease and 
tuberculous pericarditis. Untreatable hepatoma 

associated with a high prevalence of 
hepatitis B was shockingly frequent; 
barely a week went by without 
diagnosing a new case.  Scabies 
affected a high proportion of all 
patients seen.  A small portable 
ultrasound machine, borrowed 
regularly from the obstetric ward 
proved very helpful for diagnosing 
cases of hepatoma, pericarditis and 
endocarditis.3  

John Richens , FRCPE 

Pursuing Donovanosis In 1980s 
Papua New Guinea.  

Living conditions in the highlands of Papua 
New Guinea in the 1980s, showing significant 
sources of respiratory and gastrointestinal 
health risk - indoor smoke pollution and pig 
rearing.  
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On one occasion I was excited to visualize 
bilateral adrenal phaeochromocytomas in 
a patient with the classic symptoms.4 I used 
my growing confidence with ultrasonography 
to assist a surgical colleague in diagnosing 
cases of ruptured spleen, all too frequently 
a consequence of domestic violence.  This 
led to a pioneering study of conservative 
management of this condition in which 
surgeons all over PNG participated.5   

PNG is undoubtedly a fascinating place to 
practise medicine and boasts a significant 
number of unusual conditions unknown or 
seldom encountered in other parts of the 
world.  The now extinct prion disease, kuru, 
once transmitted through ritual consumption 
of human brain tissue, is of course the best 
known of these.  There were still cases to 
be encountered back in the 1980s, but they 
seldom came to hospital as no treatment was 
available. The Fore people knew that they 
could gain little by bringing a patient to the 
hospital.  The only patient with kuru admitted 
to my general medical ward was the mother 
of a New Guinean doctor working for me; he 
had wanted her admitted for an exacerbation 
of her asthma.  

Among other conditions uniquely prevalent in 
1980s New Guinea was “pigbel” or enteritis 
necroticans caused by a clostridial toxin found 
in undercooked pork.6  Most, but not all, cases 
were seen in children.  An important advance 
had been made recently by adding an 
effective vaccine to the childhood vaccination 
programme.  A recent (2019) health system 
review of Papua New Guinea noted that the 
challenges remain formidable with significant 
problems in reaching remote rural populations, 
underfunding, inadequate staffing and slow 
progress on lowering high levels of maternal 
and infant mortality.7

The location of Goroka Base Hospital where 
I worked was conveniently next door to the 
Papua New Guinea Institute of Medical 
Research which enabled me to collaborate 

on several research projects on typhoid 
and publish New Guinea’s first study of 
Campylobacter pylori in patients undergoing 
gastroscopy.8

A study of the mysteriously named “tropical 
polyarthritis” revealed this puzzling condition 
to be a mixture of HLA-B27 associated reactive 
arthritis in some patients, while most of the 
remainder had gonococcal arthritis.9  One 
particular disease of New Guinea drew my 
attention because it had been little studied and 
the causative organism was something of a 
mystery.  Donovanosis (granuloma inguinale) 
is a tropical sexually transmitted infection 
now known to be caused by an intracellular 
Klebsiella (K. granulomatis). The infection 
causes unsightly ano-genital ulceration, often 
accompanied with eruptive lesions developing 
from the inguinal lymph nodes.  Untreated, 
the disease can linger for years and cause 
considerable tissue destruction, including 
autoamputation of the penis.  Haematogenous 
dissemination is rare but sometimes seen 
following childbirth which can cause organisms 
to enter the bloodstream from an infected 
cervix.   Prompted by a tutor while studying 
at the London School of Hygiene and Tropical 
Medicine, I decided to make this a special 
interest.  As I started seeing patients with 
donovanosis, I embarked on a thorough study 
of the literature on this little-known infection.  I 
discovered there had been a massive outbreak 
of donovanosis among the Marind people of 
New Guinea in the early 20th century when 
their territory was under Dutch administration.  
I tracked down an unpublished manuscript in 
Dutch which told the story and persuaded its 
author to allow me to prepare a translation for 
publication in the local medical journal.10

The more I learned about this outbreak the 
more I was intrigued as to the causes of this 
epidemic that had no parallel anywhere else 
in the world.  This set me on a long path of 
investigation culminating in the publication of a 
recent book that gives a much fuller version of 
the story.11 
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What emerged from my investigations was, 
firstly, that the Marind were afflicted with an 
alarming decline in birth rate, part of a broader 
picture noted in many parts of the Pacific, which 
was most likely attributable to the introduction 
of gonorrhoea from the time of Captain Cook 
onwards.   The Marind had been compensating 
for growing infertility by abducting infants 
whenever they went on headhunting raids.  The 
intervention by the Dutch colonial administration 
to stop headhunting, cut off this alternative 
supply of children and seems likely to have led 
to an intensification of semen rituals whereby 
women were required to have sex with mutliple 
partners.   These rituals were used not simply to 
try and get infertile women pregnant but also to 
prepare traditional medicines which incorporated 
pooled semen.  Donovanosis had probably been 
endemic from time immemorial with relatively low 
rates of transmission.  This changed sharply as the 
Marind escalated their highly risky semen rituals in 
response to a serious existential and reproductive 
health crisis.  The last straw came when the 
Spanish flu arrived in 1919 and caused massive 
mortality among young adults.  By 1916 an 
Indonesian doctor had found 40% of adult males 
in one village infected with genital ulcers caused 
by donovanosis.  The height of the epidemic came 
in 1924 when over 2000 cases were treated.  

I decided that the story was so interesting that, 
rather than writing another scientific paper about 
my ideas, it would be much more entertaining to 
present the story in the form of an extended piece 
of narrative nonfiction written for a wide audience.  
This would allow me to explore the lives of not 
just the Marind themselves but of the colonial 
administrators, missionaries, anthropologists, 
doctors and many others who tried to help them.  

Little did I know that it would take me over 30 
years to complete my research, write my book 
and get it into print. Once I had finalized my text 
and illustrations the arduous task of finding a 
publisher and submitting my manuscript for peer 

review got under way.  Early rejection letters told 
me my story was very interesting but too niche to 
be commercially viable in the opinion of agents 
and publishers.  When I switched my attention 
to Australian publishers my luck changed.  
Melbourne University Press showed immediate 
interest.  

My peer reviewers turned out to be 
anthropologists who were far more attuned than 
I was to the niceties of writing about indigenous 
communities in a sensitive manner.  As my subject 
matter could not avoid discussions of sexual 
behaviour I had to tread very carefully in the 
presentation of crucial evidence, and it took much 
rewriting to overcome initial objections.  Two years 
after my first submission to MUP, I finally had the 
satisfaction of handling my book, illustrated with 
my wife, Veronica’s, lovely pen and ink drawings.  
Veronica had travelled with me to New Guinea 
in 1984.  Trained in general practice, she found 
a mixture of jobs in the hospital and with the 
Institute of Medical Research and gave birth to 
our two children while I was employed by the 
PNG health service.  She found that UK training 
in general practice was a poor substitute for the 
highly practical wide training that was given to 
young graduates from the medical school in Port 
Moresby and to the health extension officers 
who ran rural health services.  The challenges in 
working in New Guinea included dealing, with 
limited resources, with overwhelming numbers of 
queuing paediatric patients, a good many of them 
severely ill with conditions like malaria, severe 
pneumonia and malnutrition with which she had 
no prior experience.  

Marind dugout canoe.  Pen and ink, Veronica Spooner. 
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The cover of Tik Merauke shows a superb 
photograph of a Marind woman with 
a penetrating gaze taken by a Flemish 
missionary, Petrus Vertenten, in the 1920s.  
Vertenten was the prime mover in an 
impressive campaign to shock the Dutch 
government into living up to the much vaunted 
“ethical policy”, which laid out plans to 
extend medical services in a meaningful way 
to the indigenous communities they governed. 
His efforts are commemorated by two statues, 
one in New Guinea and one in his birthplace 
in Belgium. A German, husband-and-wife, 
medical couple, Max and Marie Thierfelder 
were recruited to organize a comprehensive 

programme of case-finding and treatment 
with intravenous tartar emetic (antimony 
potassium tartrate) which had recently been 
found to cure patients with donovanosis in 
Brazil. As the epidemic came under control, 
a host of new problems confronted the 
Marind who had been forced to resettle in 
new villages in a way that caused intense 
demoralisation. The book ends with a glance 
at the Marind of today who have been 
displaced and marginalised in their traditional 
lands by an influx of migrants from other 
parts of Indonesia. Much of their rainforests 
have been replaced by unwelcome palm-
oil plantations. Poverty and malnutrition 
have increased in a population who were 
once admired for their imposing stature and 
powerful build.  The former abundance of fish, 
seafood, meat, fruit, and vegetables is being 
severely compromised by damage to habitats, 
pollution, land grabbing, monoculture and the 
destruction of forests by uninvited outsiders.12  
It’s my view that the Marind of today are 
victims of discrimination by the Indonesian 
overlords who control the local economy and 
resources and ensure that any aspirations the 
Marind might have for local autonomy are 
met with repression and, not infrequently, 
arrest, torture and extrajudicial killing. 

Following my return to the UK in 1990, I was 
faced with the challenge of relinquishing my 
erstwhile broad role as general physician for 
something much more specialised.   

Author with a copy of “Tik Merauke. 
An epidemic like no other”

Cover photo: Woman from Merauke, 
Petrus Vertenten, c. 1924.



Veronica was able to walk straight into a job 
at the practice where she had trained and 
return to the type of work she loved.  I settled 
for a position at the London School of Hygiene 
and Tropical Medicine and soon gravitated 
towards a specialism in HIV and other sexually 
transmitted infections, combining clinical work 
with teaching, research and, increasingly, 
consultancy on HIV and STI control in 
developing countries.  

I missed the clinical variety and autonomy I had 
enjoyed in Papua New Guinea but enjoyed the 
mix of teaching, research and clinical and public 
health work which replaced my time in PNG.  
I was grateful to be able to maintain my interest 
in health in the developing world by taking 
on short-term assignments in many different 
countries.   Outside of medicine my passion 
had always been for classical music.   

In PNG I had been lucky enough to acquire 
a grand piano from a departing missionary 
ethno-musicologist.   Back in the UK I was able 
to resume orchestral playing as an oboist and to 
establish a concert-giving piano trio ensemble.  
I never lost interest in the donovanosis epidemic 
among the Marind and every year during my 

teaching I would use it as case study in infectious 
disease control at the London School of Hygiene 
& Tropical Medicine. Whenever I could I would 
search out more background information for 
my book, delve into various archives for new 
material, and give invited talks.  The Covid 
lockdown provided an ideal opportunity to pull 
together a great mass of material into something 
I could finally present to a potential publisher.   

The book is aimed at a wide readership, 
avoiding over-technical language, with chapters 
focussing on New Guinea and its early 
colonial history, Marind culture, Paul Wirz, a 
Swiss anthropologist, the Belgian missionary, 
Vertenten, the Thierfelders from Germany and 
Jacob Sitanala, an Indonesian doctor from 
Ambon.  

The aftermath of the epidemic introduces 
the leading anthropological authority on 
the Marind, Jan van Baal who also rose to 
become governor of Dutch New Guinea and 
his remarkable missionary collaborator Jan 
Verschueren.  The book devotes one chapter to 
a remarkable Marind scholar, Yul Gebze, who 
was determined to challenge misrepresentations 
of Marind culture by European outsiders.  

26

Panel from the Vertenten monument in Okaba, New Guinea, depicting an ailing victim of the donovanosis 
epidemic, with Vertenten, top left, with hat cassock and beard.  Photo: Jimmy Hendrickx
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Africa
The Global Polio Eradication Initiative (GPEI) 
confirmed in March 2022 a case of polio in 
Africa as wild poliovirus type 1 (WPL1). The 
sequencing of the virus was conducted by the 
National Institute for Communicable Diseases 
in South Africa and the United States Centers 
for Disease Control and Prevention (US CDC). 

The World Health Organisation (WHO) has 
confirmed that strain identified in Malawi (a 
country with high polio vaccination rates) is 
linked to a strain circulating in Sindh Province 
in Pakistan. What is not known is whether the 
3-year-old girl had travelled to Pakistan or not. 

The GPEI, which is in partnership with the Bill 
& Melinda Gates Foundation, has sent a team 
to Malawi to support emergency operations, 
surveillance, and communications.

Polio remains endemic only in Pakistan and 
Afghanistan. Africa was certified as wild 
poliovirus-free back in August 2020. The 
WHO’s decision is that Africa will retain that 
status. The reason is the fact that the strain 
originated in Pakistan.

Israel
On 10 March 2022, The Ministry of Health 
(MOH) of Israel confirmed that a 4-year-old 
child in Jerusalem was confirmed to be infected 
with circulating vaccine-derived poliovirus 
type 3 (cVDPV3). Unfortunately, this young 
boy developed acute flaccid paralysis. It is 
important to note that neither this child nor the 
child’s family were vaccinated against polio as 
part of routine vaccinations. The source of the 
disease is therefore thought to be a mutated 
strain of polio virus that can cause illness in 

In The News
Poliomyelitis

Florence administering OPV drops to a wee boy, as part of a mass, door-to-door programme in 
Eastern Province, Zambia, in response to an outbreak in neighbouring Malawi, March 2022.
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unvaccinated individuals. Investigations have 
identified the virus in sewage samples collected 
from the area, but no further clinical cases 
have been reported. 

This is Israel’s first case of polio since 1989. 
Israel was declared polio-free by the WHO in 
2015. On March 29 2022 the MOH of Israel 
announced new poliovirus cases. They involved 
six cases in unvaccinated individuals, one 
suspected case in an unvaccinated individual, 
and another case in a partially vaccinated 
person. It is important to note that between 
2005 and 2013 Israel discontinued the 
administration of the live polio virus vaccine. It 
is now on the paediatric schedule.

The US CDC
The U.S. CDC on 16 March 2022, issued travel 
advice regarding polio outbreaks. The CDC’s 
Practice Enhanced Precautions Alert stated 
that the following destinations are currently 

considered high risk for polio outbreaks: 
Afghanistan, areas in Iran, Israel, Pakistan, 
Tajikistan, Ukraine, and Yemen. On 25 March 
2022 the CDC issued an alert to international 
travellers of their health risks regarding 
polio outbreaks in Asia, Africa and Eastern 
Europe. They are urging anyone unvaccinated, 
incompletely vaccinated or with unknown polio 
vaccination status to complete the routine polio 
series. Further, they urge adults who previously 
completed the entire routine polio vaccine 
series to receive a single, lifetime booster dose 
of polio vaccine.

The World Health Organization
The World Health Organization announced on 
11 March 2022, that the risk of international 
spread of poliovirus remains a Public Health 
Emergency of International Concern. The 
WHO has issued a map which shows the latest 
number of WPV1 and cVDPV polio cases in 
each affected country1.
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State of malaria
Nearly half of the world’s population are at risk 
of malaria1 , a preventable and treatable, yet 
life-threatening disease. Considerable progress 
has been made in the last two decades, driving 
down the burden of the disease - preventing 
over 1 billion cases and saving over 10 million 
lives2. However, after recent years of plateaued 
funding and an increasing gap between the 
resources needed and those available progress 
has slowed, causing crucial malaria reduction 
targets to be missed.

The COVID-19 pandemic had a heavily 
disruptive impact on global health services, 
further damaging progress to combat malaria. 
The World Health Organisation’s World 
Malaria Report advised that in 2020, 14 million 
more people contracted the disease than the 
previous year, bringing the total to 241 million 
cases, and deaths rose to 627,000 – the highest 
level in nearly a decade3.

Disruptions caused by the COVID-19 pandemic 
were responsible for approximately two-
thirds of the additional lives lost and, with the 
pandemic ongoing, so too is the disruption to 
malaria prevention, diagnosis, and treatment, 
risking more lives4.

Further threats to progress emerging
As global attention has waned and funding has 
levelled off, the situation has been compounded 
by emerging biological threats due to 
evolutionary changes in the parasite and the 
mosquito species which carry it. This is affecting 
the impact of existing tools to prevent, diagnose 
and treat malaria and new tools and techniques 
are urgently needed to combat these.

Drug resistance
Effective drugs are critical for malaria control 
and elimination, but for decades drug 
resistance has become increasingly challenging. 
Drug resistance reduces the effectiveness 
of treatment, enabling the malaria parasite 
to survive allowing more cases of malaria 
to progress to life-threatening disease. The 
emergence of resistance to artemisinin, a key 
component of first-line drugs to treat millions of 
Plasmodium falciparum (P.f.) malaria patients, 
is a significant risk for global efforts to reduce 
malaria. Although efforts to combat partial-
artemisinin resistance through accelerating 
parasite elimination have been successful in 
the Greater Mekong subregion, with P.f. cases 
falling 93% in the last two decades, recent 
evidence of resistance emerging independently 
in Africa is of great concern5 . Subsequently, as 
the situation develops, new drugs and treatment 
strategies will be needed to ensure resistance 
does not allow malaria to resurge.

The 2021 World Malaria Report 
Reveals Malaria Deaths Have Risen To The 

Highest Level in Nearly a Decade 
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Gene deletions
Early and accurate diagnosis is essential to 
prevent severe malaria and ensure effective 
case management. In sub-Saharan Africa, 
74% of malaria cases are diagnosed using 
Rapid Diagnostic Tests (RDTs)6 . The majority 
of the 419 million malaria RDTs sold each year 
diagnose the disease by detecting a protein 
in the parasite called histidine-rich protein 2 
(HRP2)7 . However, recent evidence suggests 
that some variants of the malaria parasite are 
evolving to delete the gene that makes this 
protein. The WHO have identified the presence 
of these deletions in thirty-seven countries 
including Uganda, Rwanda, and the Horn of 
Africa8. Consequently, a patient infected with 
malaria may yield a false negative test result 
causing a misdiagnosis and increasing the risk 
of developing severe malaria and death. 

Insecticide resistance
The two methods most used for mosquito 
control are insecticide treated nets (ITNs) 
and insecticides applied to the interior walls 
of houses (Indoor Residual Spraying - IRS). 
These tools are incredibly effective and are 
attributed with preventing 79% of malaria 
deaths between 2000 and 20159. However, 
as mosquitoes adapt, insecticide resistance 
could reduce the effectiveness of the chemicals 
currently used in these critical tools to kill or 
repel malaria-carrying mosquitoes. The WHO 
have identified seventy-eight countries that 
have already detected resistance to at least 
one insecticide and 29 countries to all four 
of those most used, increasing the ability for 
mosquitoes to continue to thrive and transmit 
malaria10.

We are at a precarious juncture in the fight 
against malaria and history reminds us how 
quickly malaria can resurge when attention 
and resources are reduced or suspended. 

Between 1930 and 2011 there were 
seventy-five resurgences of malaria recorded 
in 61 countries11. 

Ending malaria is achievable
The Global technical strategy for malaria 
2016–2030 was adopted by the World Health 
Assembly in May 2015, which has set targets 
to reduce malaria case incidence and mortality 
rates by 90% and eliminate malaria from 
thirty-five countries by 203012. There are many 
success stories telling of malaria elimination in 
the last two decades that highlight what can be 
achieved with concerted efforts. Since 2000, 
23 countries have achieved three consecutive 
years of zero indigenous malaria cases and 
in 2021 both China and El Salvador were 
certified malaria-free13.

What is needed 
In order to truly end the global disease burden 
of malaria new innovations and public health 
strategies need to be prioritised. There have 
been recent breakthroughs in the search for 
new innovations to accelerate the fight against 
malaria, including the world’s first malaria 
vaccine to be recommended for population 
level roll-out by the WHO, next-generation 
mosquito nets using the first new insecticide 
for 40 years and many other developments. 
Investment is now needed to ensure these 
tools reach those who need them as soon 
as possible and to maintain a pipeline of 
innovations to accelerate the fight against 
malaria. 

This year is the Seventh Replenishment of The 
Global Fund to Fight AIDS, Tuberculosis and 
Malaria (Global Fund) which makes up 56% 
of international funding for malaria14. This will 
be an opportunity for governments around the 
world to re-commit to ending malaria. 
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The UK has previously been a leader on malaria, both in scientific innovation and the formation 
and growth of the Global Fund. As the second largest governmental donor, it is essential the UK 
Government continues this leadership role at the seventh replenishment. Without an ambitious 
contribution from the UK this year, in the face of the existing and emerging challenges, the 
important steps gained in the fight to against malaria could be lost.
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Question: 
When should immunocompetent travellers who 
have received two doses of hepatitis A vaccine 
receive a booster?

Answer: 
Before I answer this question, please check 
what form of hepatitis A vaccine your traveller 
has received. It could have been:
-  two doses of the hepatitis A   
 monovalent vaccine, or 
- two doses of the hepatitis A & typhoid  
 vaccine, or 
- if aged between 1 and 15 years,  
 the combined hepatitis A+B vaccine  
 that contains 20ug of purified   
 recombinant hepatitis B surface  
 antigen, or
- two doses of the combined hepatitis  
 A+B vaccine that requires three doses  
 (an accelerated course requires four  
 doses) of vaccine to complete the  
 primary course

In order to ensure effective protection beyond 
10 years, the second dose has to have been 
given. The hepatitis A vaccine has been shown 
to produce persistent and potent immunity with 
a 2-dose schedule. The available Hepatitis A 

vaccines in the UK1, 2, 3,  
in their respective specific 
product characteristics point 
out that hepatitis A virus 
antibodies persist beyond 
10 years, for many years 
after the second dose, and that current data 
do not support the need for further booster 
vaccination among immunocompetent subjects 
after a 2-dose vaccination course. 

The Green Book4  points to model-based 
estimates of seropositivity rates of up to 95% 
for at least 25 years. For this reason, The 
Green Book recommends that “until further 
evidence is available, reinforcing immunisation 
with a booster 25 years after a completed 
hepatitis A vaccine course with standard dose 
is, therefore, generally not needed except for 
those at ongoing risk or post-exposure to a 
person with hepatitis A”.

If you wish to find details of how to deal 
with individuals with chronic disease or non-
immunocompetent, please access the Public 
Health England ‘Public Health Control and 
Management of Hepatitis A 2017 Guidelines’

Dr. George Kassianos CBE, FRCGP, FBIHS, FESC, FBGTHA. 

Q&A
Hepatitis A Vaccine – Booster Dose

1. https://www.medicines.org.uk/emc/product/1394#POSOLOGY
2. https://www.medicines.org.uk/emc/product/1158
3. https://www.medicines.org.uk/emc/product/1396
4. The Green Book: https://assets.publishing.service.gov.uk/government/uploads/system/
uploads/attachment_data/file/1053507/Greenbook-chapter-17-7Feb22.pdf
Public Health England (2017). Public Health Control and Management of Hepatitis A, 
2017 Guidelines, available at: 
https://www.gov.uk/government/publications/hepatitis-a-infection-prevention-and-control-
guidance 
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Question:
A gentleman visited our Travel Clinic today 
and requested shingles vaccination. He says 
he has never had chickenpox. Should we 
vaccinate him? He will be travelling abroad for 
a few months. 

Answer: 
This is a real dilemma because shingles 
(Herpes zoster) results from reactivation of 
the individual’s varicella (chickenpox) virus 
infection in the past and cannot be acquired 
directly from another person who currently has 
chickenpox or shingles. The primary infection 
(varicella) is most common in children under 
10 years of age. 

In the UK, we do not (yet) vaccinate children 
against varicella as part of the childhood 
immunisation programme, which makes this 
infection so common in childhood that 90% 

of adults raised in the UK 
are immune1. Varicella 
can often be mild enough 
to escape diagnosis2. 
Was this the case with this 
gentleman? Statistically and 
if raised in the UK, he has a 90% chance 
of having had varicella in his childhood.

The decision whether to receive privately 
a shingles vaccine or not should be left to 
the traveller. He needs to hear the facts and 
take a decision. Do make sure he is of the 
appropriate age for shingles vaccination and 
check as to whether he is immunosuppressed 
(because of medical condition or 
treatment) because if he is, the degree of 
immunosuppression will determine whether 
he receives the live or the inactivated shingles 
vaccine.  

Dr. George Kassianos CBE, FRCGP, FBIHS, FESC, FBGTHA. 

Q&A
Should This Traveller Receive 

the Shingles Vaccine?  

1. https://assets.publishing.service.gov.uk/government/uploads/system/uploads/
attachment_data/file/1056198/Green_Book_Chapter_34_v3_0.pdf
2. Long S, Pickering l, Prober C. Principles and Practice of Pediatric Infectious Diseases, 
4th edition, Elsevier Saunders.
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Andrew M. Luks, M.D., 
and Peter H. Hackett, M.D. 

N Engl J Med 2022; 386:364-73.
DOI: 10.1056/NEJMra2104829

Reviewed by Jan Jones 
MFRPSII MRPharmS 
MFTM RCPS(Glasg)

This review paper 
examined the risks to 
travellers with pre-existing 
medical conditions going 
to areas of high altitude 
and discusses the general 
recommendations for 

those travellers and the further counselling that 
can be offered to help them understand the 
risks and mitigations before their trip. 

The number of older travellers embarking 
on adventure trips is increasing. The authors 
comment that in 1992, a study showed that 
10% of travellers to Nepal were over 50 
whereas in a recent survey, 47% were over 
50 and 15% over 60. A third of those survey 
responders had pre-existing medical conditions. 
The authors highlight that for most travellers, 
the risk of acute altitude illness begins at 
2000m and particularly above 2500m. The 
risks for those with chronic medical conditions 
begins at lower elevations and is a function 
of the degree of exertion in their planned 
activities and the time at altitude. The authors 
therefore recommend avoiding strict altitude 
thresholds when considering the need for 

further evaluation and planning for travellers 
with chronic medical conditions.

As well as the importance of considering advice 
about acute mountain sickness, high latitude 
cerebral oedema and pulmonary oedema, 
the clinician will need to consider the effect 
of hypobaric hypoxia on the traveller’s pre-
existing condition. 

Clinicians and travellers may be unaware 
of these concerns, and travellers may either 
proceed with travel in the face of unrecognised 
risks or be overly cautious and forgo travel 
when it is feasible. This review is intended to 
help clinicians by providing a framework for 
advising travellers with medical conditions who 
are considering high-altitude travel. 

The authors pose four questions to help assess 
the risk for the traveller with a pre-existing 
condition to high altitude:

1. Is the traveller at risk for severe   
 hypoxemia or impaired oxygen   
 delivery at high altitude? Persons   
 with lung diseases of sufficient severity,   
 such as chronic obstructive pulmonary   
 disease (COPD), interstitial    
 lung disease or cystic fibrosis, and   
 cyanotic congenital heart disease,   
 are at risk of exaggerated hypoxemia   
 at any elevation, which may 
 increase dyspnoea, decrease exercise   
 tolerance, and increase the risk of   
 acute altitude illness. 

Journal Watch 
Medical Conditions and High Altitude Travel
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2. Is the traveller at risk for impaired  
 ventilatory responses? In persons with  
 severely impaired lung mechanics,  
 ventilation may not increase   
 sufficiently, and as a result, such 
 persons may be at risk for   
 exaggerated hypoxemia and its  
 associated problems (e.g., very 
 severe COPD, neuro-muscular   
 disease, or obesity hypoventilation  
 syndrome). 

3. Is the traveller at risk for problems  
 due to pulmonary vascular responses  
 to hypoxia? Alveolar hypoxia triggers  
 hypoxic pulmonary vasoconstriction,  
 which increases pulmonary vascular  
 resistance and pulmonary artery  
 pressure. In persons with pulmonary  
 hypertension, right-heart failure, or  
 both, it may confer a predisposition to  
 high-altitude pulmonary oedema or  
 worsening right-heart function.
 
4. Does hypoxia pose a risk of   
 complications due to the   
 underlying condition? Hypobaric  
 hypoxia poses a clear risk of clinical  
 deterioration in persons with certain 
 conditions, e.g. those with sickle cell  
 disease, inadequately controlled  
 coronary artery disease or heart  
 failure, or high-risk pregnancy. 

For any traveller where the answer is ‘yes’ to 
one or more of these questions, then further 
evaluation is needed, and they may need to 
consider cancelling their plans. Those who 
answer ‘no’ to these questions will be able to 
proceed but would benefit from some disease-
specific planning.

The review article provides further information 
for clinicians to support these travellers with 
information about the concerns for them 
at high altitude and the mitigations to be 
discussed.

The authors conclude that travel to a high-
altitude destination may initially appear to be 
infeasible for many people who have medical 
conditions, but with careful evaluation and pre-
travel planning, high-altitude excursions are 
possible for many, but not all, such persons.

Comment
This article provides a practical framework for 
assessing travellers with pre-existing medical 
conditions, together with the impact and 
mitigations to be discussed. It also contains 
useful reminders for practising travel health 
clinicians on the holistic care of travellers with 
reminders about insurance and investigation of 
medical facilities at the destination in advance 
of the trip.
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Mike Townend
MB, ChB (Hons), Dip Trav 
Med, FFTM RCPS(Glasg)

During the recent Covid-19 
pandemic many numbers 
have been bandied 
about, often causing 

confusion among the general public and, 
not infrequently, among those professionally 
involved. It is not only in times of pandemic, 
however, that we need to be aware of the 
significance of the numerical terms that emerge 
from reports and scientific papers. All those 
with an interest in global health and/or the 
health of travellers need to be aware of the 
language of numbers relating to health and 
disease. 

Numerators and denominators
These terms are derived from simple 
mathematics, a numerator being the top 
number in a fraction and a denominator being 
the bottom number in the fraction. In the 
fraction 3/4, for example, 3 is the numerator 
and 4 the denominator. In epidemiology, if 
one wishes to show how significant a particular 
health problem is in a given population it 
is necessary to know not only the number 
of people suffering from the problem, i.e. 
the numerator, but also the total size of the 
population at risk, i.e. the denominator in 
order to estimate the size of the problem. 
A health issue affecting 10,000 people in a 
population of 30,000 is a much more serious 
problem than the same health problem 

affecting 10,000 people in a population of 
30,000,000 people, as it is affecting 1 in 3 of 
the smaller population rather than 1 in 3,000 
of the larger population. 

One of the problems in the field of travel 
health is that while it may be relatively easy 
to measure the numbers affected by a travel-
related health problem, i.e. the numerator, it is 
not always possible to measure the numbers at 
risk, i.e. the denominator.

Prevalence and incidence
These two terms are often confused. 
Prevalence is the total number of cases of a 
disease in a particular population. It may be 
expressed in two ways.  Point prevalence is 
the total number of cases in that population at 
a given point in time. Point prevalence may be 
expressed as a fraction:

Number of cases in the population 
at a point in time

Total population at the same point in time

Period prevalence is the total number of 
cases in the population over a given period 
of time and could similarly be expressed as a 
fraction:

Number of cases in the population over a 
specified period of time

Total population over the same period of time

Prevalence of a disease is not, however, quite 
as simple as it might at first appear. 

An Introduction To Epidemiology
Part 1: What Do The Numbers Mean?



38

It will change as people die from the disease 
or are cured of it. A rising prevalence could 
indicate that more new cases are being added 
to the total or that sufferers are surviving 
longer without dying from the condition, 
whereas a lower prevalence may indicate 
either that more people are dying from it, that 
they are being cured of it or that fewer new 
cases are being added to the total.

Incidence is the rate at which new cases 
of a disease occur (or more accurately are 
detected, diagnosed and counted) in a specific 
population over a specific period of time. 
Like prevalence, it can be expressed in two 
ways. Incidence proportion, or cumulative 
incidence, refers to the number of new cases 
reported in the population during a specific 
time period, and can be expressed as a 
fraction:

Number of new cases during a specific 
period of time

Total size of population at the beginning 
of the time period

Incidence rate uses the concept of the length of 
individual exposure to risk into the denominator 
by using person years at risk, i.e. the total 
numbers of years that each person in the 
population has been at risk of the disease. It 
can be expressed as:

Number of new cases during a specific 
period of time

Person years at risk during the same 
period of time 

Absolute and relative risk
The term absolute risk of a disease represents 
the likelihood that an individual will develop 
the disease over a period of time. If, for 
example, we take a mythical disease that we 
will call Crump’s disease that is known to affect 
of 2 in 10 of a particular population, then the 

absolute risk of a person in that population 
developing Crump’s Disease would be 
expressed as a percentage, 20% or a decimal 
fraction, 0.2. 

The term relative risk, however, is used to 
compare the risk in two different populations. 
Let us assume that the absolute risk of Crump’s 
disease is increased by 50% in smokers. This 
would raise the risk of smokers developing the 
disease by half of 2 in 10, i.e.1 in 10, giving an 
absolute risk for smokers to 3 in 10, expressed 
as 30% or 0.3. The relative risk would then be 
expressed as: 

Risk in smokers

Risk in non-smokers

Which would equate to 3/2 or 1.5, in other 
words smokers are 1.5 times more likely 
to develop Crump’s Disease than are non-
smokers.

Risk reduction
Just as risk may be expressed as absolute or 
relative, so may risk reduction. Let us assume 
that a treatment called Crumpoline has been 
produced for our imaginary Crump’s disease. 
A group of 200 non-smokers are randomly
allocated to treatment or non-treatment 
control groups of 100 each. We have already 
established that Crump’s Disease affects 
20% of the non-smoking population, and the 
study has confirmed that 20 individuals in the 
control group have indeed developed Crump’s 
disease. In the treatment group, however, only 
10 individuals have developed the disease. The 
absolute risk reduction in the treatment group is 
therefore 20% - 10%, = 10%. 

Relative risk reduction refers to the 
proportion by which the absolute risk has been 
reduced. In this case a 20% risk has been 
reduced to 10% which is 50% of the absolute 
risk, therefore the relative risk reduction is
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The calculation of the odds ratio is made using the formula ad/bc. Using the figures from our 
imaginary trial of Crumpoline the odds ratio is (10x80)/(20x90) which can be reduced to 8/18 
or 0.444 recurring, meaning that the odds ratio of developing Crump’s Disease when treated 
with Crumpoline is 0.444 to 1, making it much less likely.

Do not be put off by all these mathematical terms. An understanding of them is essential to basic 
epidemiology. I am far from being a mathematician or a statistician and if I can understand them 
at this basic level, so can anyone.

50%, i.e. 50% of the non-treatment risk. This is a considerably larger figure than the absolute 
risk reduction, and it is for this reason that pharmaceutical companies frequently use relative risk 
reduction when promoting their products. If the absolute risk from a disease is very much lower 
than our example, even a large reduction in relative risk produced by a treatment will produce a 
small reduction in absolute risk and prevent relatively few cases of the disease. 

Numbers needed to treat
This represents the number of individuals that would need to be treated to obtain one favourable 
outcome. In the example above the absolute risk reduction was 10%.  The easiest way to 
calculate numbers needed to treat is to divide 100 by the absolute risk reduction, in this case 
10, which for this trial would give a number needed to teat of 100/10 = 10. In other words. 10 
people would need to be treated to prevent one case of Crump’s Disease.

Confidence intervals
Confidence intervals are a statistical concept indicating for any set of results the figures between 
which most of the results would fall. For example, if in a systematic review of trials of our 
imaginary drug Crumpoline we found that the number needed to treat was 12 and stated that 
the 95% confidence interval was 10-14 this would infer that 95% of the results obtained would 
fall between 10 and 14.

Odds ratios
The word ‘odds’ refers to the likelihood of something happening or not happening. An odds ratio 
is a means of expressing the relationship between an event and an outcome. An odds ratio less 
than 1 implies that an outcome is less likely and a ratio greater than 1 indicates that an outcome 
is more likely. The larger or smaller the ratio, the more or less likely is the outcome to occur. 
It can be calculated by using a table such as the one below with the outcome above and the 
intervention to the left.

Disease

Treatment
Yes No

Yes (a)10 (b) 90
No (c) 20 (d) 80
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